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08.30-09.00 w. awztlou
09.00-10.00 w. Introduction: Sequencing technology #3ee nduudn
10.00-10.45 u. Introduction: Bioinformatics analysis using Galaxy | §3an1sAugIMemansledind
(Web-based tools) wazdIaITAUNA
10.45-11.00 u. Break
11.00-12.00 u. Data quality control
12.00-13.00 u WnJulsemuemsnaaiu
13.00-14.30 . Data quality control (cont.)
14.30-14.45 . Break
14.45-16.00 u. Genome Assembly of prokaryotic genome
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09.00-10.30 w. - Genome contamination check 2.15. ANTEAT ANAUNYIAS
- Species and strains identification using whole AAILIANY AUZLAAT
genome sequencing AL WILEY
quamﬂqgﬂLﬂwmiﬂqa(ﬂ{
INGWYA AVNIEY
10.30-10.45 u. Break
10.45-12.00 u. Species and strains identification using whole 2.07. 2ATFA1 ANAUNYIAT
genome sequencing (Cont.)
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13.00-14.30 u. Annotation of prokaryotic genome AlYIWAI NUNEUANIA
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WAz TIENTAUNA
14.30-14.45 1. Break
14.45-16.00 U. Antibiotics resistant and virulence genes searching | sl Wl nunFuAned
16.00-17.00 u. Application of WGS for epidemiological uet.as.susivun donlnd
investigation and AMR determination of seafood- | A1AIY1@TYIN
borne pathogenic bacteria Vibrio AULINIAERNT ?ﬂqmmﬂiﬂi
parahaemolyticus UWANINEIFY
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08.30-09.00 w. awztlou
inanens audIneraans
09.00-10.00 wu. Introduction: DNA library preparation for Bacterial
Todinduazdransaumea
whole genome sequencing .
W38z NAULAT
10.00-10.30 u. Break . .
YINAIY NUNAUIANIA
10.30-12.00 u. Hands-on: DNA qualification and quantification . .
— . AN iUl
12.00-13.00 U NFUUsTIUDIMITNANIIY
way
13.00-14.30 u. Hands-on: DNA library preparation o - o
funens 370 uTEm lule
14.30-14.45 u. Break . e e
wUNEN I
14.45-16.00 u. Hands-on: DNA library preparation (cont.)
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08.30-09.00 w. GRUERIE nanens audInerdans
09.00-10.00 . Library quality control Tedinduaziqansaune
10.00-10.30 u. Break N3y NAUL
10.30-12.00 wu. Hands-on: Library qualification and quantification il ﬂuﬂﬁuq@mﬁ
12.00-13.00 u WNFUUTEMIUDIMITNANTY Mgt visuu
13.00-16.00 . Pooling library and sequencing hae
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